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531 S. College Avenue | 044A Townsend Hall | Newark, DE 19716
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PROFESSIONAL EXPERIENCE (SINCE 2009)
2019-present	Professor and Chairman, Department of Animal and Food Sciences, University of Delaware, Newark
2009-2021		Adjunct Professor, Department of Animal and Avian Sciences, University of Maryland, College Park
2016-2019	Research Molecular Biologist, USDA-ARS, Animal Genomics and Improvement Laboratory (AGIL), Beltsville, MD
2014-2016	Research Leader, Supervisory Research Molecular Biologist, USDA-ARS, AGIL, Beltsville, MD 
Mar-May 2014	Acting Director, Beltsville Agricultural Research Center, Beltsville, MD 
Jan-Mar 2014	Acting Assistant Director, Beltsville Agricultural Research Center, Beltsville, MD
2011-2014	Research Leader, Supervisory Research Molecular Biologist, USDA-ARS, Bovine Functional Genomics Laboratory (BFGL), Beltsville, MD

EDUCATION
1999	Ph.D., Animal Science, University of Maryland, College Park
1993	M.S., Wildlife Science, Virginia Polytechnic Institute and State University, Blacksburg
1989	B.S., Animal Science, University of Maryland, College Park

PROFESSIONAL AND HONOR SOCIETIES
· American Dairy Science Association (ADSA)
· American Society of Animal Science (ASAS)
· Sigma Xi (University of Maryland Chapter)
· International Society for Animal Genetics (2002-2018)
	
AWARDS, HONORS, AND PATENTS (SINCE 2003)
2014	USDA-ARS Extra Effort Award
2009	USDA-ARS Administrator’s Outreach, Diversity, and Equal Opportunity Award
2008	Friends of Agricultural Research-Beltsville, Inc. Travel Grant
2008	Outstanding Alumnus Early Career Award, College of Agriculture and Natural Resources Alumni Chapter, University of Maryland
2007	Northeast Section ASAS/ADSA Young Scientist Award for Research
2003	U.S. Patent #6610496, Prediction of Growth Performance and Composition in Animals, Including Cattle, from Response to Growth Hormone Releasing Hormone

RESEARCH GRANTS
2019	VandeHaar, M.J., R.J. Tempelman, K.A. Weigel, H.M. White, F. Peñagaricano, C.R. Staples, J.E. Koltes, H.A. Ramirez-Ramirez, E.E. Connor, and P.M. Van Raden. Improving dairy feed efficiency, sustainability, and profitability by impacting farmer's breeding and culling decisions. Foundation for Food and Agriculture Research Seeding Solutions Grant − $2M ($136,611 to Connor) 
2018	Connor, E.E. Improving gut health and function in dairy cattle through development of gut model systems. Pancosma SA Trust Fund Cooperative Agreement − $50,000
2015	Miglior, F., P. Stothard, and 14 Co-applicants including E.E. Connor. Increasing feed efficiency and reducing methane emissions through genomics: a new promising goal for the Canadian dairy industry. Genome Canada Large Scale Applied Research Project Competition − $7.8M (No direct funds to Connor; In-kind travel to annual project meetings and symposia)
2014		Bi, J. (E.E. Connor, and J.B. Cole – Collaborators).  An integrative approach to identifying highly heritable subtypes of complex phenotypes. National Science Foundation, Advanced Biological Informatics Grant − $561,717 (No funds to Connor)
2014		Connor, E.E. Evaluation of Sucram and GLP-2 to protect against the negative effects of scours and improve gut function in newborn dairy calves.  Pancosma SA Material Transfer Research Agreement − $40,503
2005		Bannerman, D.D. and E.E. Connor. Bovine toll-like receptor signaling pathways involved in host cell activation by mastitis-causing bacterial pathogens.  USDA, CSREES, National Research Initiative Grant − $329,601
2003		Bannerman, D.D. and E.E. Connor. Host signaling during coliform mastitis: Downregulation of bacterial lipopolysaccharide-induced activation of the vascular endothelium, USDA, CSREES, National Research Initiative Grant − $184,670
2001		Dahl, G.E., S.M. Barao and E.E. Connor. Expression of growth hormone-releasing hormone receptor: Relationship to rapid, lean growth in Angus cattle, Maryland Agricultural Experiment Station Grant − $40,000

SERVICES
2020-present	Frontiers in Animal Science Associate Section Editor of Animal Management
2016-2017	Member, ASAS 5-year Strategic Planning Committee
2013-2016	ADSA Production Council (Elected)
2013-2016	ADSA Journal Management Committee
2008-2013	Journal of Dairy Science Editorial Board Member
2010-2012	Journal of Animal Science Division Editor
2007-2011	Member, USDA-ARS, Beltsville Area Animal Care and Use Committee
2008-2011	ADSA/ASAS Joint Annual Meeting Growth and Development Symposium Committee (Vice Chairman [2010], Chairman [2011]) 
2008-2010	Journal of Animal Science Associate Editor
2007-2009	Northeast Section ASAS/ADSA Officer (Secretary/Treasurer [2007], Vice President [2008], President [2009])
2008-2009	Member, USDA-ARS Beltsville Area Diversity Taskforce and Communications Sub-Committee
2005-2006	USDA-CSREES Grant Panel Member for National Research Initiative and 1890 Institution Teaching and Research Capacity Building Grants Program

TEACHING EXPERIENCE
Fall 2022, 	Co-Instructor – University of Delaware, Newark, Department of Animal and
Winter 2021	Food Sciences, ANFS100 Animals and Human Culture

Fall 2020-	Instructor – University of Delaware, Newark, Department of Animal and   Spring 2022 	Food Sciences, ANFS865 Graduate Seminar
Fall 1998-99	Teaching Assistant - University of Maryland, College Park, Department of Animal and Avian Sciences, Senior/graduate-level course Current Topics in Animal Science: Endocrinology
Spring 1991-93	Instructor - Virginia Tech, Blacksburg, VA, Department of Forestry, Sophomore-level course Introduction to Microcomputing in Natural Resources
Fall 1991	Teaching Assistant - Virginial Tech, Blacksburg, VA, Department of Fisheries and Wildlife, Sophomore-level course Principles of Fisheries and Wildlife Management
Fall 1990	Teaching Assistant - Virginial Tech, Blacksburg, VA, Department of Fisheries and Wildlife, Senior-level course Wildlife Population Ecology
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