Preparing a Sequence Listing for the USPTO


These instructions are based on the U.S. Code of Federal Regulations, 37 CFR Sections 1.821-1.825.  The sequence rules require the use of standard symbols and a standard format for sequence data and submission of the data in computer readable form.  The sequence listing must be in ASCII text.  Instructions for formatting the sequence listing and a sample sequence listing are presented on the following pages.  The USPTO has a software program, “PatentIn,” to help you prepare sequence listings in the proper format.  You can download the software and obtain instructions for using the software from http://www.uspto.gov/web/offices/pac/patin/patentinrel.htm

A sequence listing must be submitted for all unbranched nucleotide sequences with ten or more bases, and all unbranched, non-D amino acid sequences with four or more amino acids.  This includes all sequences described in the application, even if they are not claimed, e.g., PCR primers.  Sequences that are to be claimed as part of the invention should be listed first.  SEQ ID NO:1 should be the most important sequence.


If you have any questions about whether or how to list a sequence, please contact your patent attorney or agent.  Make sure that you keep a backup copy of the sequence listing on a CD.  


The Sequence Listing must include the actual nucleotide and/or amino acid sequence, the numeric identifiers and their accompanying information in the order and format shown on the following pages.  Submission of items labeled “M” is mandatory.  Page number should not be used.


The Sequence Listing must be submitted in computer readable form.  It must be compatible with IBM PC/XT/AT or Apple Macintosh computers and MS-DOS, MS-Windows, Unix or Macintosh operating systems.  Line terminator format must be ASCII Carriage Return plus ASCII Line Feed, and pagination must be Continuous file (no “hard page break” codes).


The CD containing the computer readable sequence listing should bear a printed label giving the name of the applicant, the title of the invention, the date on which the data were recorded on the computer readable form, and the operating system used. 

	Numeric Identifier
	Definition
	Comments and format
	Mandatory (M) or Optional (O)

	<110> 
	Applicant......................
	Preferably max. of 10 names; one name per line; preferable format: Surname, Other Names and/or Initials.
	M.

	<120> 
	Title of Invention..........
	.............................................................
	M.

	<130> 
	File Reference...............
	Personal file reference.........................
	M when filed prior to assignment or appl. number

	<140> 
	Current Application Number.
	Specify as: US 07/999,999 or PCT/US96/99999.
	M, if available.

	<141> 
	Current Filing Date.......
	Specify as: yyyy-mm-dd......................
	M, if available.

	<150> 
	Prior Application Number.
	Specify as: US 07/999,999 or PCT/US96/99999.
	M, if applicable include priority documents under 35 U.S.C. 119 and 120 

	<151> 
	Prior Application Filing Date.
	Specify as: yyyy-mm-dd .....................
	M, if applicable

	<160> 
	Number of SEQ ID NOs.
	Count includes total number of SEQ ID NOs.................................................
	M.

	<170> 
	Software.......................
	Name of software used to create the Sequence Listing.
	O.

	<210> 
	SEQ ID NO:#:..............
	Response shall be an integer representing the SEQ ID NO shown.
	M.

	<211> 
	Length...........................
	Respond with an integer expressing the number of bases or amino acid residues.
	M.

	<212> 
	Type..............................
	Whether presented sequence molecule is DNA, RNA, or PRT (protein). If a nucleotide sequence contains both DNA and RNA fragments, the type shall be "DNA." In addition, the combined DNA/ RNA molecule shall be further described in the <220> to <223> feature section.
	M.

	<213>
	Organism......................
	Scientific name, i.e. Genus/ species, Unknown or Artificial Sequence. In addition, the "Unknown" or "Artificial Sequence" organisms shall be further described in the <220> to <223> feature section.
	M.

	<220> 
	Feature..........................
	Leave blank after <220>. <221-223> provide for a description of points of biological significance in the sequence.
	M, under the following conditions: if "n," "Xaa," or a modified or unusual L-amino acid or modified base was used in a sequence; if ORGANISM is "Artificial Sequence" or "Unknown"; if molecule is combined DNA/RNA.

	<221> 
	Name/Key.....................
	Provide appropriate identifier for feature, preferably from WIPO Standard ST.25 (1998), Appendix 2, Tables 5 and 6.
	M, under the following conditions: if "n," "Xaa," or a modified or unusual L-amino acid or modified base was used in a sequence.

	Numeric Identifier
	Definition
	Comments and format
	Mandatory (M) or Optional (O)

	<222> 
	Location........................
	Specify location within sequence; where appropriate state number of first and last bases/amino acids in feature.
	M, under the following conditions: if "n," "Xaa," or a modified or unusual L-amino acid or modified base was used in a sequence.

	<223> 
	Other Information.........
	Other relevant information; four lines maximum.............................................
	M, under the following conditions: if "n," "Xaa," or a modified or unusual L-amino acid or modified base was used in a sequence; if ORGANISM is "Artificial Sequence" or "Unknown"; if molecule is combined DNA/RNA.

	<300>
	Publication Information
	Leave blank after <300>
	O.

	<301>
	Authors.........................
	Preferably max. of ten named authors of publication; specify one name per line; preferable format: Surname, Other Names and/or Initials.
	O.

	<302>
	Title...............................
	.............................................................
	O.

	<303>
	Journal..........................
	.............................................................
	O.

	<304>
	Volume .........................
	.............................................................
	O.

	<305>
	Issue .............................
	.............................................................
	O.

	<306>
	Pages ............................
	.............................................................
	O.

	<307>
	Date..............
	Journal date on which data published; specify as yyyy- mm-dd, MMM-yyyy or Season- yyyy.
	O.

	<308>
	Database Accession Number.
	Accession number assigned by database including database name.
	O.

	<309>
	Database Entry Date........
	Date of entry in database; specify as yyyy-mm-dd or MMM-yyyy.
	O.

	<310>
	Patent Document Number.
	Document number; for patent-type citations only. Specify as, for example, US 07/ 999,999.
	O.

	<311>
	Patent Filing Date..............
	Document filing date, for patent-type citations only; specify as yyyy-mm-dd.
	O.

	<312>
	Publication Date................
	Document publication date, for patent-type citations only; specify as yyyy-mm-dd.
	O.

	<313>
	Relevant Residues............
	FROM (position) TO (position)...........
	O.

	<400>
	Sequence.......................
	SEQ ID NO should follow the numeric identifier and should appear on the line preceding the actual sequence.
	M.
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SAMPLE SEQUENCE LISTING

Protease from Paramecium sp.
<303> Journal of Fictional Genes

<304> 1
<305> 4
<306> 1 - 7
<307>

<400> 1
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ctcttgagtc
ctgactgact
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ctttecgegge
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